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Cytogenetics — comparative genomics

e Focus
e Introgressive hybridization
e Plant breeding, crossing barriers
e Meiotic disturbances
e Comparative genomics

S. lycopersicum - median - Raw Values

Genome painting
Solanum hybrids
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Cytogenetics — comparative genomics

Okra, 2n=130
10 dots in
some
interphases
c. 10 genomes

Thai sugar cane
cultivar, 2n=112

Meiosis diploid
like: only
bivalents,
regular pollen



Chromosome painting Solanum
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Chromosome painting of BACs anchoring 91
contigs tomato.

1/3 of all assembled contigs in wrong position
or orientation!!

. . Shearer et al. 2014,
Supported by optical mapping, Steve Stack lab, Co, USA
and the internal consistency of FISH results. De Jong lab, WUR
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Oligo painting
based on sequence data
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Chromosome evolution in Solanum traced by cross-species
BAC-FISH
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Disturbances meiosis Il cauliflower: desynapsis

Mummerplot shows the genomic relation between Arabidopsis and cauliflower
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ibre FISH and Optical mapping
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1 kb 18S rDNA
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Genetics — cytogenetics - genomics — population studies

(WILD) RELATIVE TO CROP
INTROGRESSIVE HYBRIDIZATIONS
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Solanum esculentum X S. pimpinellifolia introgression lines
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Recombinant Inbred Lines (RILs)
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Solanum lycopersicum X S. pennelli

Structural rearrangements
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Molecular, genetic and evolutionary analysis of a paracentric
inversion in Arabidopsis thaliana
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